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Statistical coupling analysis:
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SW Lockless, R Ranganathan: Evolutionarily Conserved Pathways of
Energetic Connectivity in Protein Families. Science (1999) 286, 295.



Proteinové sektory:
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N Halabi, O Rivoire, S Leibler, R Ranganathan: Protein Sectors: Evolutionary
Units of Three-Dimensional Structure. Cell (2009) 138, 774.
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Kolektivni pohyby v molekulach:
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Kolektivni pohyby v molekulach:
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Kolektivni pohyby v molekulach:
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Evoluce dynamiky:

Statistical coupling analysis:
844 sekvenci ubiquitinové rodiny (mnohocetné pfrirazeni PFAM)
identita < 95 %

67 pozic

Analyza kolektivnich pohybU:
EROS ensemble (PDB-ID: 2K39), 116 struktur

OF Lange, N-A Lakomek, C Fares, GF Schroder, KFA Walter, S Becker,
J Meiler, H Grubmuller, C Griesinger, BL de Groot: Recognition
Dynamics Up to Microseconds Revealed from an RDC-Derived
Ubiquitin Ensemble in Solution. Science (2008) 320, 1471.
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Evoluce dynamiky:
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SCA sektory
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pohybové sektory




Evoluce dynamiky:

SCA vs. pohybové sektory

SCA pohyby




Evoluce dynamiky:
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Evoluce dynamiky:
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Shrnuti

Ko-evoluce aminokyselinovych zbytkl proteinl probihd nezavisle
na vzdalenosti v polypeptidovém retézci

Kolektivni pohyby u sekvencné blizkych zbytk( jsou silnéjsi

| presto je mozné vystopovat oblast, v niz je na jedné strané
svazana evoluce a na druhé strané svazan pohyb atomu



